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Conferences and Cowses 
Instituto Juan March de Estudios e Investigaciones 
Centre for International Meetings on Biology 
Workshop on 
ENZYMOLOGYOFDNA-STRANDTRANSFERMECHANISMS 
15-17 April, 1996. Madrid (Spain) 
Programme: The main purpose of the meeting will be to consider the biochemical commonalities and 
essential differences between several DNA-strand transfer processes involved in gene spread in bactleria: 
rolling-circle replication of plasmids and phages, conjugative DNA transfer of plasmids as well as T-DNA 
transfer from Agrrobacterium, transposition and site-specific recombination. Special emphasis on the process of 
DNA transport in conjugation and T-DNA transfer to plant cells will lead us to examine also related processes of 
macromolecule transfer across membranes, such as filamentous phage DNA extrusion and various protein 
export systems. Format: The internationally accepted workshop format, with some review lectures and poster 
sessions as well as extended time for formal and informal discussions is proposed. A few posters could be 
selected to be presented in a short talk. Speakers: J. C. Alonso, T. A. Baker, S. Bolland, D. L. Burns, F. de la Cm.?, 
S. D. Ehrlich, M. Espinosa, S. K. Farrand, S. E. Halford, E. Haggard-Ljungquist, B. Hohn, P. J. J. Hooykaas, S. Hultgren, 
E. Lanka, M. Llosa, S. W. Matson, R. Meyer, R. P. Novick, A. P. Pugsley, M. Russel, W. Saenger, P. Trieu-Cuot, 
J. C. Wang, P. Zambryski. Organizers: Dr. E. Lanka: Max-Planck-Institut fiir Molekulare Genetik. Berlin 
(Germany). Dr. F. de la Cruz: Departamento de Biologia Molecular, Universidad de Cantabria. Santander (Spain). 
Participants: A maximum of 25. A number of places may be reserved for young scientists at the late doctoral 
or early postdoctoral level. No registration fee required. A few fellowships will be available to help cover travel 
and accommodation expenses. Interest in these fellowships must be indicated in the application letter. 
Applications: Should be sent to Instituto Juan March, Caste116 7 7, 28006 Madrid (Spain). Tel.: 34-l-435 4i! 40, 
Fax: 34-l-576 34 20, and should consist of a short curriculum vitae with a list of publications and a brief 
statement on current research interests. Intention to present a poster will be positively evaluated and the 
corresponding one page abstract should be included in the application. No application forms will be issued. 
Deadline: January 15th, 1996. 
Fm IT!! 
Save Time1 
Fax Your A& 
Don’t Miss Another 
Deadline! 
The December 29th Issue of 
CELL 
Closes December 1, 1995 
Fax Your Ad to 
CELL at: 
(617) 661-7061 
MOLECULARGENETICSOFDEVELOPMENT 
WEDNESDAY, MAY 1 - SATURDAY, MAY 4, ‘1996 
AIRLIE HOUSE IN AIRLIE, VIRGINIA 
This conference is sponsored by the National Institute of 
Child Health and Human Development, NIH, and is orga- 
nized by lgor Dawid, Arthur Levine, and Heiner 
Westphal. 
SPEAKERS INCLUDE: 
D. Anderson, J. Botas, L. Buck, M Capecchi, V. Corces, 
M Dasso, I. David E. De Robertis, P. Gruss, M. Hailpern, 
S. Haynes, M. Hammerschmidt, A. Joyner, J. Kennison, 
C. Kintner, R. Lehmann, A. Levine, P. Love, 
R. Lovell-Badge, K. Mahon, R. Moon, K. Ozato, D. Riddle, 
J. Rossant, T Sargent, H. Varmus, H. Westphal, A. Wolffe 
The registration deadline is February 4, 1996. Requests 
will be handled on a first come, first served basis. Since 
our previous conference was oversubscribed we sluggest 
that you register early. For detailed information, please 
contact: 
Ms. Kathy Shoobridge 
Laboratory of Molecular Genetics 
National Institute of Child Health and 
Human Development 
Buildina 6B, Room 413, 
NIH, Betrhesda, MD 20892 
Telephone: (301) 4964448 
FAX: (301) 496-0243 
email: idawid@nih.gov 
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Conferences and Courses 
ADVANCED GENOME 
SEQUENCE ANALYSIS 
March 20 - April 2 
Ellson Y. Chen, Perkin Elmer Corporation 
Richard Gibbs, Baylor College of Medicine 
W. Richard McCombie, Cold Spring Harbor Laboratory 
Richard K. Wilson, Washington University 
Recent advances in the automation of DNA sequencing have opened new 
possibilities for the analysis of complex genomes at the DNA sequence 
level. This two week course will provide intensive training in this rapidly 
evolving field. The course will emphasize techniques and strategies for 
using automated sequences to sequence large, contiguous genomic 
regions. Students will carry out all of the steps in the sequencing process 
from preparing cosmid DNA to computer analysts of the finished sequence. 
Topics will include subclone library generation, large-scale template purifica- 
tion, sequencing reactions, gel analysis on automated sequencers, 
sequence assembly, gap filling and conflict resolution, Students will work in 
groups to sequence a large region of DNA. In the last year’s course a 45kb 
cosmid was sequenced (GenBank) accession #U23729). Through this 
process they will be trained in crucial project and data management tech- 
niques. A series of lecturers will discuss their applications of these tech- 
niques as well as alternate strategies for high speed automated DNA 
sequencing. 
Last year’s speakers included: C.T. Caskey, A. Dusterhoft, T. Maw, D. 
Smith, R. Smith, F. W. Studier, B. Roe, R. Weiss, and J.D. Watson. 
PROTEIN PURIFICATION & 
CHARACTERIZATION 
April 10 - 23 
Richard Burgess, University of Wisconsm, Madison 
Albert Courey, University of California, Los Angeles 
Sue-Hwa Lin, M.D. Anderson Cancer Center. University of Texas 
Sheenah Mishe, Rockefeller University 
This course is intended for scientists who are not familiar with techniques of 
protein isolation and characterization. It is a rigorous program that includes 
laboratory work all day and a lecture with discussion session every evening. 
Each student will become familiar with each of the major techniques in pro- 
tein purification by actually performing four separate isolations including: (i) 
a regulatory protein from muscle tissue: (ii) a sequence-specific, DNA bind- 
ing protein: (iii) a recombinant protein overexpresed in E. co/i; and (iv) a 
membrane-bound receptor. A variety of bulk fractionation, electrophoretic, 
and chromatographic techniques will be employed including: precipitation by 
salts, pH, and ionic polymers: ion exchange, gel filtration, hydrophobic inter- 
action, and reverse phase chromatography; lectin aflinity, oligonucleotide 
affinity, and immunoaffinity chromatography; polyacrylamide gel elec- 
trophoresis, and electroblotting; and high performance liquid chromatogra- 
phy. Procedures will be presented for solubillzing proteins from inclusion 
bodies and refolding them into active monomeric forms. Methods of protein 
characterization will be utilized including immunological and biochemical 
assays, peptide mapping, amino acid analysis, protein sequencing, and 
mass spectrometry. Emphasis will be placed on strategies of protein puiifi- 
cation and characterization rather than on automated instrumental analysis. 
Guest lecturers will discuss protein structure, modification of proteins, 
methodologies for protein purification and characterization, and applications 
of protein biochemistry to cell and molecular biology. 
Guest lecturers have included: R. Aebersold, L. Gierasch, G. Hart, A. Komberg, 
N. Pace., Y. Paterson, G. Rose, J. Rothman. B. Stillman, and N. Tonks. 
CLONING & ANALYSIS OF LARGE 
DNA MOLECULES 
April 10 - 23 
Hadi Abderrahim, Cenfre d’Etudes du Polymorphism Humain, France 
Bruce Birren, Whitehead Institute/M/T Center for Genome Research 
Harold Riethman, The Wistar lnstitufe 
Douglas Vollrath, Stanford University 
This course will cover the theory and practice of manipulating and cloning 
high molecular weight DNA. The course will focus on the use of yeast artifi- 
cial chromosome (YAC). bacterial artificial chromosome (BAC) and bacterio- 
phage Pi cloning systems for library construction and techniques of pulsed 
field gel electrophoresis (PFGE). Lectures and laboratory work will include 
an introduction to yeast genetics, the isolation and manipulation of high mol- 
ecular weight DNA from a variety of sources, and preparative and analytical 
PFGE. Clones will be produced and characterized by several approaches 
including library screening, contig assembly, long range restriction and 
RecA-assisted Restriction Endonuclease (RARE) cleavage mapping, and 
recovery of YAC ends. Lectures by outside speakers on topics of current 
interest will supplement the laboratory work 
EARLY DEVELOPMENT OF 
XENOPUS LAEVIS 
April 12 - 21 
Robert Grainger, University of Virginia 
Hazel Sive, Whitehead institute 
This course wll provide extensive laboratory exposure to the biology, 
manipulation and use of embryos from the frog, Xenopus Laevis. The 
course IS suited both for investigators who have had no experience with 
Xenopus, as well as those who worked with Xenopus and wish to learn new 
techniques. All students should have a current training in molecular biology 
and some knowledge of developmental biology. The course consists of 
intensive laboratory sessions, supplemented by daily lectures and demon- 
strations from experts in both experimental and molecular embryology. 
Areas to covered include : (i) care of adults and embryo isolation; (ii) stages 
of embryonic development and anatomy: (iii) whole mount in situ hybridiza- 
tion and immunocytochemistry; (iv) microinjection of eggs and oocytes, 
Including DNA constructs, mRNA and antisense oligonucieotides; (v) micro- 
manipulation of embryos, including explant and transplantation assays: (vi) 
use of cell cycle extracts, including preparation of trangenic embyros. 
Lecturers include: Tabitha Doniach; Stephen Gould, Richard Hadand; Janet 
Heasman; Ray Keller: Kristen Kroll; Mark Solomon; Jim Smith; Jonathan 
Slack. 
SPRING COURSES APPLICATION DEADLINE: 
JANUARY 15,1996 
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CELL’s Product News Update section features the latest 
information on bio-reisearch products, services, books, and 
equipment. 
Additional free information on these advertised products 
and services can be obtained by circling the appropriate 
reader service number on the postage-paid reply card in 
the front of the journal or by faxing your request directly 
to the company using the fax form found at the end of thle 
Product News Update section. 
from Genome Systeins, Iiwz 
Making a mouse knockout involves months of hard worfr. Gut all that work 
can be wasted it you don’t start with a strong foundation. You need high 
quality ES cells that will @o germline after blastocyst infection and MEF 
cells to maintain ES cells in their uluripotent state. 
Genome Systems, Inc., has contracted with a major facility to offer you the 
cells you need to generate knockouts. Our ES cells and MEF cells are fully 
characterized with a strong Droven record of success. 
GenomazSystemslnc” 
6620 Pennell Drive 
St. Louis, Missouri 63114, USA 
(BOO) 430-0030 or, (314) 692-O 
Facsimile: (314) 692-0044 
Live-Cell Microscopist! 
nsure the viability of your cells & accuracy of your 
ata. Take advantage of the first-surface therm,al 
.ansfer technology that offers convenience, economy 
srsatility & optical superiority over traditional 
/e-cell microscopy environmental control metholds! 
__ -Microaqueduct slide with thermal coating 
- Flow 
- Gasket defines 
Laminar flow region 
CSZ Closed Chamber micro-environmental system includes patente 
microaqueduct perfusion, first-surface thermal transfer, a three 
channel controller and objective heater for high N.A. applicaitions! 
1 Uniform temperature transfer direct to cells 
b Temperature stabilization in seconds 
B Compatible with all modes of light microscopy 
b Laminar flow perfusion w/low cell surface she,ar 
) User definable volume & flow path 
b Many other configurations available 
BIOPTECHS, INC. - 
3560 Beck Rd., Butler, PA 16001 Phone 412 282-71415 
Fax 412 282-0745, Email bioptech@isrv.com 
Circle Reader Service Number 50 for more information Circle Re sader Service 51 for more inforl Ination 
Cell, Vol. 83 No. 4, November 17, 1995 
CUSTOM ANTIBODIES 
TO 
PEPTIDES & PROTEINS 
l Protocol Pricing as low as $550. 
l Accelerated (50 da ) and 
Standard (90 day) 5 rotocols Available. 
l Protocols Yield 100-200 mL of Serum. 
l Conjugation, Purification and 
ELISA Titration Available. 
YOUR PARTNERS IN RESEARCH 
HTI BIO-PRODUCTS, INC. 
1(800)481-9737 
P.O.Box1319Ramona,CA92065 
(619)7BB-9691*FAX(619)788-9694 
Circle Reader Service Number 52 for more information 
l DNA Sequencing 
Single Pass 
Shotgun 
Fullv Documented 
l Custom Oligo Synthesis 
$1.50 Base 
Fast Turn-around 
Cost Effective 
Reliable 
SSR 
Molecular Biology 
Into the 2lst. Century 
SOUTHWEST SCIENTIFIC RESOURCES 
5300 Sequoia NW, Suite 150 
Albuquerque, NM 87120 
Phone: (800) 343-8998 
Fax: (505) 831-2635 
Circle Reader Service Number 53 for more information 
Introducing the Natural Solutions for 
Separation 
The new standard in cell separation by density gradient centrifugation is 
Cellsep, the first media product line derived from a natural polysaccharide. 
Cellsep provides: 
l High density, low osmolality media 
l Fast, clean cell separation 
l Extremely low viscosity 
l Low potential for cell activation 
l Sterile, ready-to-use solution for each cell type 
For prompt delivery of the newest, nzost cost-effective 
cell separation solutions call 800-386-5300 
LAREG, Inc. Creating Solutions From Renewable Resources 
Circle Reader Service Number 54 for more information 
